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5' GGCA7GCAAGC77AA77AA773' (SEQ ID NO 1 ) 

3' ACGTCCG7ACG77CGAA77AA7TAATCGA5' (SEQ ID NO 94} 



5'CCGGGGAGGCCTGCACQTGATCGAGGQCAGACACCATCACCACCATCACTAATAQT 
TAATTAACTGCA 3' (SEQ ID NO 2) 

3 'CC7CCGGACG7GC AC7AGC7CCCG7C7G7GG7AG7GG7GG7AG7GA77A7CAA77AA77G 
5' (SEQ ID NO 95) 



SEC ID NO 3 (HCCI9A) 

A7GCCCGG7TGC7C777C7C7ATC7TCC7CTTGGCTT7AC7GTCCTG7CTGACCA7TCCA 
GC77CCGC77A7GAGG7GCGCAACG7G7CCGGGA7G7ACCA7G7CACGAACGAC7GC7 
CC A AC7C A AGO A77G7G7A7GAGGC A GCGG A CA7GA7CA7GC AC AC CCCCGGG7GCG7 
GOCC7GCG77CGGGAGA ACAAC7C77CCCGC7GC7GGG7AGCGC7CACCCCCACGC7C 
GCAGCTAGGAACGCCAGCG7CCCCACCACGACAATACGACGCCACGTCGATTTGCTCG 
T7GGGGCGGCTGC7C7C7GT7CCGC7A7GTACG7GGGGGA7CTC7GCGGATCTGTCTTC 
C7CG7C7CCCAGC7G77CACCA7C7CGCCTCGCCGGCA7GAGACGG7GCAGGAC7GCA 
A77GCTCAATC7ATCCCGGCCACA7AACAGG7CACCGTA7GGCT7GGGATA7GATGAT 
GAAC7GG7CGCC7ACAACGGCCC7GG7GG7A7CGCAGC7GC7CCGGA7CCCACAAGC7 
G7CG7GGACA7GG7GGCGGGGGCCCA77GGGGAG7CC7GGCGGGCC7CGCC7AC7A77 
CCA7GG7GGGGAAC7GGGC7AAGG7777GA77G7GA7GC7AC7C777GC7C7C7AA7AG 

SEQ ID NO 5 (HCCI10AJ 

A7G77GGG7AAGG7CA7CGA7ACCC77ACA7GCGGC77CGCCGACC7CG7GGGG7ACA 
77CCGC7CG7CGGCGCCCCCC7AGGGGGCGC7GCCAGGGCCC7GGCGCA7GGCG7CCG 
GG77C7GGAGGACGGCG7GAAC7A7GCAACAGGGAA777GCCCGG77GC7C777C7C7 
A7C77CC7C77GGC777GC7G7CC7G7C7GACCG77CCAGC77CCGC77A7GAAG7GCG 
CAACG7G7CCGGGA7G7ACCA7G7CACGAACGAC7GC7CCAAC7CAAGCA77GTG7A7 
GAGGCAGCGGACA7GA7CA7GCACACCCCCGGG7GCG7GCCC7GCGTTCGGGAGAAC 
AAC7C77CCCGC7GC7GGG7AGCGC7CACCCCCACGC7CGCAGC7AGGAACGCCAGCG 
7CCCCACCACGACAA7ACGACGCCACG7CGA777GC7CG77GGGGCGGC7GC777C7G 
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T7CCGCTATGTACGTGGGGGACCTCTGCGGATCTGTCTTCCTCGTCTCCCAGCTGTTCA 
CCATCTCGCCTCGCCGGCATGAGACGGTGCAGGACTGCAAT7GCTCAATCTATCCCGG 
CCACATAACGGGTCACCGTATGGCT7GGGATATGATGATGAACTGGTCGCCTACAACG 
GCCCTGGTGGTATCGCAGCTGCTCCGGATCCCACAAGCTGTCGTGGACATGGTGGCGG 
GGGCCCATTGGGGAGTCCTGGCGGGTCTCGCCTACTAT7CCATGGTGGGGAACTGGGC 
TAAGGTTTTGATTG7GA7GCTACTCT77GCTCCCTAATAG 

SEQ ID NO 7 (HCCI1 1 A) 

A7G77GGGSAAGG7CA7CGA7ACCC77ACG7GCGGC77CGCCGACC7CA7GGGG7ACA 
TTCCGCTCGTCGGCGCCCCCCTAGGGGG7GCTGCCAGAGCCC7GGCGCATGGCG7CCG 
GG77C7GGAAGACGGCG7GAAC7A7GCAACAGGGAA777GCC7GG77GC7C777C7C7A 
TC77CC7C77GGC777AC7G7CC7G7C7GACCA77CCAGC77CCGC77A7GAGG7GCGC 
AACG7G7CCGGGA7G7ACCA7G7CACGAACGAC7GC7CCAAC7CAAGCA77G7G7A7G 
AGGCAGCGGACA7GA7CA7GCACACCCCCGGG7GCG7GCCC7GCG77CGGGAGAACA 
AC7C77CCCGC7GC7GGG7AGCGC7CACCCCCACGC7CGCAGC7AGGAACGCCAGCG7 
CCCCAC7ACGACAA7ACGACGCCACG7CGA777GC7CG77GGGGCGGC7GC777C i G i i 
CCGC7A7G7ACG7GGGGGA7C7C7GCGGATC7G7C77CC7CG7C7CCCAGC7G77CACC 
A7C7CGCC7CGCCGGCA7GAGACGG7GCAGGAC7GCAA77GC7CAA7C7A7CCCGGCC 
ACA7AACAGG7C ACCG7A7GGC77GGGA7A7GA7GA7GAAC7GG7AA7AG 

SEQ ID NO 9 (HCCI12A) 

A7GCCCGG77GC7C7T7C7C7A7C77CC7C77GGCCC7GC7G7CC7G7C7GACCA7ACCA 
GC77CCGC77A7GAAG7GCGCAACG7G7CCGGGG7G7ACCA7G7CACGAACGAC7GC7 
CCAAC7CAAGCA7AG7G7A7GAGGCAGCGGACA7GA7CA7GCACACCCCCGGG7GCG7 
GCCC7GCG77CGGGAGGGCAAC7CC7CCCG77GC7GGG7GGCGC7CAC7CCCACGC7C 
GCGGCCAGGAACGCCAGCG7CCCC ACAACG AC AA7ACG ACGCCACGTCGA777GC7C 
G77GGGGC7GC7GC777C7G77CCGC7A7G7ACG7GGGGGA7C7C7GCGGA7C7G7777 
CC7TG777CCCAGC7G77CACC77C7CACC7CGCCGGCA7CAAACAG7ACAGGAC7GCA 
AC7GC7CAA7C7A7CCCGGCC A7G7A7CAGG7C ACCGCA7GGC77GGGA7A7G A7GA7 

GAAC7GG7CC7AA7AG 
SEQ ID NO 1 1 (HCCI13A) 

A7G7CCGG77GC7C777C7C7A7C77CC7C77GGCCC7GC7G7CC7G7C7GACCA7ACCA 
GC77CCGC77A7GAAG7GCGCAACG7G7CCGGGG7G7ACCA7G7CACGAACGAC7GC7 
CC A AC7CAAGCA7AG7G7A7GAGGCAGCGG AC A7GA7CA7GC AC ACCCCCGGG7GCG I 
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GCCCTGCGTTCQGGAGGGCAACTCCTCCCGTTGCTGGGTQGCGCTCACTCCCACGCTC 
GCGGCCAGGAACGCCAGCGTCCCCACAACGACAATACGACGCCACGTCGA77TGCTC 
G77GGGGC7GC7GC777C7G77CCGC7A7G7ACG7GGGGGA7C7C7GCGGA7C7G7T77 
CCTTG777CCCAGC7G77CACC77C7CACC7CGCCGGCA7CAAACAG7ACAGGAC7GCA 
AC7GC7CAA7C7A7CCCGGCCA7G7A7CAGG7CACCGCA7GGC77GGGA7A7GA7GA7 
GAAC7GG7AA7AG 

SEG ID NO 13 (HCCI17A) 

A7GC7GGGXAAGGCCA7CGA7ACCC77ACG7GCGGC77CGCCGACC7CG7GGGG7ACA 
77CCGC7CG7CGGCGCCCCCC7AGGGGGCGC7GCCAGGGCCC7GGCGCA7GGCG7CCG 
GG77C7GGA AG AC GGCG7GAAC7A7GC A AC A GGG A A777GCC7GG77GC7C777C7C7A 
7C77CC7C77GGC777AC7G7CC7G7C7AACCA77CCAGC77CCGC77ACGAGG7GCGC 
AACG7G7CCGGGA7G7ACCA7G7CACGAACGAC7GC7CCAAC7CAAGCA77G7G7A7G 
AGGCAGCGGACA7GA7CA7GCACACCCCCGGG7GCG7GCCC7GCG77CGGGAGAACA 
AC7C77CCCGC7GC7GGG7AGCGC7CACCCCCACGC7CGCGGC7AGGAACGCCAGCA7 
CCCCAC7ACAACAA7ACGACGCCACG7CGA777GC7CG77GGGGCGGC7GC777C7G77 
CCGC7A7G7ACG7GGGGGA7C7C7GCGGA7C7G7C77CC7CG7C7CCCAGC7G7TCACC 
A7C7CGCC7CGGCGGCA7GAGACGG7GCAGGAC7GCAA77GC7CAA7C7A r CCCGGCC 
AC A7A A CG G G7C A CCG7 A7G GC77G GG A7A 7G A 7G A 7G A AC7GG7AC7 A A7AG 

SEQ ID NO 15 (HCPrBI) 
A7GCCCGG77GC7C777C7C7A7C77 

SEQ ID NO 16 (HCPr52) 
A7G77GGG7AAGG7CA7CGA7ACCC7 

SEQ \D NO 17 (HC?r53) 

C7A 77AGG A CC A G77CA7CA7CA7A7CCC A 

SEQ ID NO IS (HCPr5+) 
C7ATTACCAG77CA7CA7CA7A7CCCA 

SEQ ID NO 19 iHCPM07) 

ATACGACGCCACG7CGA77CCCAGC7G77CACCA7C 
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SEQ ID NO 20 (HCPM08) 

GATGGTGAACAGCTGGGAA7CGACGTQGCGTCGTAT 
SEQ ID NO 21 (HCCi37) 

ATGTTGGGTAAGGTCATCGATACCCTTACATGCGGCTTCGCCGACCTCGTGQGGTACA 
TTCCGCTCGTCGGCGCCCCCCTAGGGGGCGCTGCCAGGGCCCTGGCGCATGGCGTCCG 
GGTTCTGGAGGACGGCGTGAACTATGCAACAGGGAATTTGCCCGGTTGCTCTTTCTCT 
ATCTTCCTCTTGGCTTTGCTGTCCTGTCTGACCGTTCCAGCTTCCGCTTATGAAGTGCG 
CAACGTGJC,CGGGATGTACCATG7CACGAACGACTGC7CCAACTCAAGCA7TGTGTAT 
GAGGCAGCGGACA7GA7CA7GCACACCCCCGGG7GCG7GCCC7GCG77CGGGAGAAC 
AACTCTTCCCGCTGCTGGGTAGCGC7CACCCCCACGCTCGCAGCTAGGAACGCCAGCG 
TCCCCACCACGACAATACGAC3CCACG7CGA77CCCAGCTGT7CACCATCTCGCC7CG 
CCGGCATG AG AC GGTGC A GGAC7GC A A7TGC7C A A7C7A7CCCGGCC AC A7AACGGG7 
CACCG7A7GGC77GGGA7A7G A7GA7GAAC7GG7CGCC7ACAACGGCCC7GG7GG7A7 
CGCAGC7GC7CCGGA7CCCACAAGC7G7CG7GC-ACA7GG7GGCGGGGGCCCAT7GGGG 
AG7CCTGGCGGG7CTCGCC7AC7A77CCATGGTGGGGAAC7GGGCTAAGG777TGA7TG 

7GA7GC7AC7C777GC7CCC7AA7AG 
SEQ ID NO 23 (HCCI38) 

ATG77GGGTAAGG7CA7CGA7ACCC77ACATGCGGC77CGCCGACC7CG7GGGG7ACA 
T7CCGC7CG7CGGCGCCCCCC7AGGGGGCGC7GCCAGGGCCC7GGCGCA7GGCG7CCG 
GG77C7GGAGGACGGCG7GAAC7A7GCAACAGGGAA777GCCCGG77GC7C777C7C7 
ATC77CC7C77GGCT77GC7G7CC7GTC7GACCG77CCAGC77CCGC77A7GAAG7GCG 
CAACG7G7CCGGGA7G7ACCA7G7CACGAACGAC7GC7CCAACTCAAGCA77G7G7AT 
GAGGCAGCGGACA7GATCA7GCACACCCCCGGG7GCG7GCCCTGCG7TCGGGAGAAC 
AAC7C77CCCGC7GC7GGG7AGCGC7CACCCCCACGC7CGCAGC7AGGAACGCCAGCG 
7CCCCACCACGACAA7ACGACGCCACGTCGA77CCCAGC7G77CACCA7C7CGCC7CG 
CCGGCA7GAGACGG7GCAGGAC7GCAA77GC7CAA7C7A7CCCGGCCACA7AACGGG7 

CACCG7A7GGC77GGGA7A7GA7GA7G AAC7GG7AA 
7AG 

SEQ ID NO 25 (HCCI39) 

ATG77GGG7AAGG7CATCGA7ACCC77ACA7GCGGCTTCGCCG ACC7CG7GGGG7ACA 
77CCGCTCG7CGGCGCCCCCC7AGGGGGCGC7GCCAGGGCCC7GGCGCA7GGCG7CCG 
GG7TC7GGAGGACGGC37GAAC7A7GCAACAGGGAA777GCCCGG77GC7C777CTCT 
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ATCT7CCTCT7GGCTTTGCTGTCCTGTCTGACCGTTCCAGCTTCCGCTTATGAAGTGCG * 
CAACGTGTCCGGGATGTACCATGTCACGAACGAC7GCTCCAACTCAAGCATTGTGTAT 
GAGGCAGCGGACATGATCATGCACACCCCCGGGTGCGTGCCCTGCGTTCGGGAGAAC 
AACTCT7CCCGCTGC7GGGTAGCGCTCACCCCCACGCTCGCAGCTAGGAACGCCAGCG 
TCCCCACCACGACAATACGACGCCACGTCGATTCCCAGCTGTTCACCATCTCGCCTCG 
CCGGCATGAGACGGTGCAGGACTGCAATTGCTCAATCTATCCCGGCCACATAACGGGT 
CACCGTATGGCTTGGGATATGATGATGAACTGGTCGCCTACAACGGCCCTGGTGGTAT 

CGCAGC7GCTCCGGATCCTCTAATAG 



SEQ ID NO 27 (HCCI4C) 

ATGTTGGGTAAGGTCATCGA7ACCC77ACATGCGGCT7CGCCGACCTCGTGGGGTACA 
TTCCGCTCG7CGGCGCCCCCCTAGGGGGCGCTGCCAGGGCCCTGGCGCATGGCGTCCG 
GG77C7GGAGGACGGCG7G AAC7A7GCAACAGGGAA777GCCCGG77GC7C 77TC7C7 
ATC77CC7C77GGC7T7GC7G7CC7G7C7GACCG7TCC AGC7TCCGC77A7GAAG7GCG 
CAACG7G7CCGGGA7G7ACCA7G7CACGAACGAC7GC7CCAAC7CAAGCA7TG7G7AT 
GAGGCAGCGGACA7GA7CA7GCACACCCCCGGG7GCG7GCCC7GCG77CGGGAGAAC 
AAC7C77CCCGC7GC7GGGTAGCGC7CACCCCCACGC7CGCAGC7AGGAACGCCAGCG 
TCC CC ACC ACG AC A A7ACGACGCC A CG7CG A 77CCC A GC7G77C A CCA7C7CGCC7CG 
CCGGCA7G AGACGG7GCAGG AC7GCAA77GC7C AA7C7A7CCCGGCC ACA7AACGGG7 
CACCG7A7GGCTTGGGA7A7GA7GA7GAAC7GG7CGCC7ACAACGGCCC7GG7GG7A7 
CGCAGC7GC7CCGGA7CG7GA7CGAGGGCAGACACCA7CACCACCA7CAC7AA7AG 



SEQ ID NO 29 (KCCI62) 

ATGGG7AAGG7CA7CGA7ACCC77ACG7GCGGA77CGCCGA7C7CA7GGGG7ACA7CC 
CGC7CG7CGGCGC7CCCG7AGGAGGCG7CGCAAGAGCCC77GCGCA7GGCG7GAGGGC 
CC77GAAGACGGGA7AAA777CGCAACAGGGAA77TGCCCGG77GC7CC7777C7A777 
TCC77C7CGC7C7G77C7C77GC77AA77CA7CCAGCAGC7AG7C7AGAG7GGCGGAAT 
ACG7CTGGCC7C7A7G7CC7TACCAACGAC7GT7CCAA7AGCAGTA77G7G7ACGAGGC 
CGATGACG7TAT7C7GCACACACCCGGC7GC A7ACC77G7G7CCAGG ACGGCAA7ACA 
7CCACG7GCTGGACCCCAG7GACACC7ACAG7GGCAG7CAAG7ACG7CGGAGCAACCA 
CCGC7TCGA7ACGCAG7CATGTGGACC7AT7AG7GGGCGCGGCCACGA7G7GC7C7GC 
GC7C7ACG7GGG7GACA7G7G7GGGGC7G7C7TCC7CG7GGGACAAGCC77CACG77CA 
G ACC7CG7CGCCA7C A A ACGG7CC AG ACC7G7 A AC7GC7CGC7G7 AC CC AG GCCA7C7 

77CAGGACA7CGAA7GGC77GGGA7A7G A7GA7GAAC7GG7AA7AG 
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SEQ ID NO 31 (HCC163) 

A7GGGTAAGGTCATCGATACCCTAACGTGCGGATTCGCCGATCTCATGGGGTATATCC 
CGCTCGTAGGCGGCCCCATTGGGGGCGTCGCAAGGGCTCTCGCACACGGTGTGAGGGT 
CCTTGAGGACGGGGTAAACTATGCAACAGGGAATTTACCCGGTTGCTCTTTCTCTATCT 
TTATTCTTGCTCTTCTCTCGTGTCTGACCGTTCCGGCCTCTGCAGTTCCCTACCGAAATG 
CCTCTGGGATTTATCATGTTACCAATGATTGCCCAAACTCTTCCATAGTCTATGAGGCA 
GATAACCTGATCCTACACGCACCTGGTTGCGTGCCTTGTGTCATGACAGGTAATGTGA 
GTAGATGCTGGGTCCAAATTACCCCTACACTGTCAGCCCCGAGCCTCGGAGCAGTCAC 
GGCTCCTCJTCGGAGAGCCGTTGACTACCTAGCQGGAGGGGCTGCCCTCTGCTCCGCG 
7TA7ACG7AGGAGACGCG7G7GGGGCAC7A77C77GG7AGGCCAAA7G77CACC7A7A 
GGCC7CGCCAGCACGC7ACGG7GCAGAAC7GCAACTG7TCCA777ACAG7GGCCA7GT 
7ACCGGCCACCGGA7GGCATGGGA7A7GATGA7GAACTGG7AATAG 

SEC ID NO 33 (HCPr109! 
7GGGA7A7GA7GA7GAAC7GG7C 

SEQ ID NO 34 (KCPr72) 

C7A77A 7GG7GG7A A KGCC ARC A RG AGO AGG AG 
SEQ ID NO 35 (HCCL22A) 

7GGGA7A7GA7GA7GAAC7GG7CGCC7ACAACGGCCC7GG7GG7A7CGCAGC7GC7CC 
GGA7CCCACAAGC7G7CG7GGACA7GG7GGCGGGGGCCCA7TGGGGAG7CCTGGCGG 
GCC7CGCC7AC7A77CCA7GG7GGGGAAC7GGGC7AAGG7777GG77G7GA7GC7AC7C 
77TGCCGGCG7CGACGGGCATACCCGCG7G7CAGGAGGGGCAGCAGCCTCCGATACCA 
GGGGCC77G7G7CCC7C777AGCCCCGGG7CGGC7CAGAAAA7CCAGC7CG7AAACAC 
CAACGGCAG77GGCACA7CAACAGGAC7GCCC7GAAC7GCAACGAC7CCC7CCAAAC 
AGGG77C777GCCGCAC7A77C7ACAAACACAAA77CAAC7CG7C7GGA7GCCCAGAG 
CGCTTGGCCAGCTGTCGCTCCATCGACAAGTTCGCTCAGGGGTGGGGTCCCCTCACTT 
ACACTGAGCCTAACAGCTCGGACCAGAGGCCCTACTGCTGGCACTACGCGCCTCGACC 
G7G7GG7A77G7ACCCGCG7C7CAGG7G7GCGG7CCAG7G7A77GC77CACCCCGAGCC 
C7G77G7GG7GGGGACGACCGA7CGG777GG7G7CCCCACG7A7AAC7GGGGGGCGAA 
CGAC7CGGA7G7GC7GA77C7CAACAACACGCGGCCGCCGCGAGGCAACTGGTTCGGC 
7G7ACA7GGA7GAA7GGCAC7GGG77CACCAAGACG7G7GGGGGCCCCCCG7GCAACA 
7CGGGGGGGCCGGC A AC A AC ACC7TGACC7GCCCCAC7GAC7G7777CGG A AGCACCC 
CGAGGCCACC7ACGCCAGA7GCGG77CTGGGCCC7GGC7GACACC7AGG7G7A7GG77 
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cattacccatataggctctggcactacccctgcactgtcaacttcaccatcttcaag : gt; 
taggatgtacgtggggggcgtggagcacaggttcgaagccgcatgcaat7ggactcg 

AGGAGAGC37TG7GAC7TGGAGGACAGGGA7AGATCAGAGC7TAGCCCGCTGCTGCTG 
TC7AC A AC AG A GTG GC AG ATA CTGCCCTGT7CCTTC A CC AC CCTGCCGGCCC7ATCC A 
CCGGCCTGA7CCACC7CCA7CAGAACA7CG7GGACG7GCAA7ACC7G7ACGG7G7AGG 
G7CGGCGG77G7C7CCC77G7CA7CAAA7GGGAG7A7G7CC7G77GC7C77CC77C7CC7 
GGCAGACGCGCGCA7C7GCGCC7GC77A7GGA7GA7GC7GC7GA7AGC7CAAGC7GAG 
GCCGCC77AGAGAACC7GG7GG7CC7CAA7GCGGCGGCCG7GGCCGGGGCGCA7GGC 
AC7C777CC77CC77G7G77C77C7G7GC7GCC7GG7ACA7CAAGGGCAGGC7GG7CCC 
TGGTGCGGCATACGCCT7C7ATGGCG7G7GGCCGC7GCTCC7GCT7C7GC7GGCCTTAC 
CACCACGAGC77A7GCC7AG7AA 

SSQ ID NO 37 (HCCI^D 

GA7CCCACAAGC7G7CG7GGACATGG7GGCGGGGGCCCA77GGGG AG7CC7GGCGGG 
CC7CGCC7AC7A77CCA7GG7GGGGAAC7GGGC7AAGG7777GG77G7GA7GC7AC7CT 
77GCCGGC37CGACGGGCA7ACCCGCG7G7CAGGAGGGGCAGCAGCC7CCGA7ACCA 
GGGGCC77G7G7CCC7C77~AGCCCCGGG7CGGC7CAGAAAA7CCAGC7CG7AAACAC 
CAACGGC A G77GGC AC A7CA AC AGG AC7GCCC7GAAC7GCAACG AC7CCC7CCAAAC 
AGGGT7C7T7GCCGCACTA77C7ACAAACAC AA A77CAAC7CG7C7GGATGCCCAGAG 
CGC77GGCCAGC7G7CGCTCCA7CGACAAG77CGC7CAGGGG7GGGG7CCCCTCACTT 
ACAC7GAGCC7AACAGC7CGGACCAGAGGCCC7AC7GC7GGCAC7ACGCGCC7CGACC 
G7G7GG7A77G7ACCCGCG7C7CAGG7G7GCGG7CCAG7G7A77GC77CACCCCGAGCC 
C7G77G7GG7GGGGACGACCGATCGGT77GG7G7CCCCACG7A7AACTGGGGGGCGAA 
CGAC7CGGA7G7GC7GA77C7CAACAACACGCGGCCGCCGCGAGGCAAC7GG77CGGC 
7G7ACA7GGA7GAA7GGCAC7GGG77CACCAAGACG7G7GGGGGCCCCCCG7GCAACA 
TCGGGGGGGCCGGCAACAACACCTTGACCTGCCCCAC7GAC7G777TCGGAAGCACCC 
CGAGGCCACCTACGCCAGATGCGG77CTGGGCCCTGGCTGACACCTAGG7G7ATGG7T 
CATTACCCATATAGGCTCTGGCACTACCCCTGCACTGTCAACTTCACCATCTTCAAGGT 
TAGGATG7ACGTGGGGGGCG7GGAGCACAGG7TCGAAGCCGCATGCAA7TGGACTCG 
AGGAGAGCG77G7GACT7GGAGGACAGGGA7AGA7CAGAGC7TAGCCCGC7GCTGCTG 
7C7ACAACAGAG7GGCAGAG7GGCAGAGC77AA77AA77AG 

SEQ ID MO 39 (HCCI42) 

GA7CCCACAAGC7G7CG7GGACA7GG7GGCGGGGGCCCA77GGGGAG7CC7GGCGGG 
CC7CGCC7AC7A77CCA7GG7GGGG AAC7GGGC7AAGG7777GG77G7G A7GC7AC7C7 
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TTGCCGGC GTCG ACGG QC AT ACCCGCGTQTCAGGAGGGGC AG C A GCCTCCGATACC A 
GGGGCCTTGTGTCCCTCTTTAGCCCCGGGTCGGCTCAGAAAATCCAGCTCGTAAACAC 
CAACGGCAGTTGGCACATCAACAGGACTQCCCTGAACTGCAACGACTCCCTCCAAAC 
AGGGTTCTTTGCCGCACTATTCTACAAACACAAATTCAACTCGTCTGGATGCCCAGAG 
CGCTTGGCCAGCTGTCGCTCCATCGACAAGTTCGCTCAGGGGTGGGGTCCCCTCACTT 
ACACTGAGCCTAACAGC7CGGACCAGAGGCCCTACTGCTGGCACTACGCGCCTCGACC 
GTGTGGTATTGTACCCGCGTCTCAGGTGTGCGGTCCAGTGTATTGCTTCACCCCGAGCC 
CTGTTGTGGTGGGGACGACCGATCGGTTTGGTGTCCCCACGTATAACTGGGGGGCGAA 
CGACTCGQAJGTGCTGATTCTCAACAACACGCGGCCGCCGCGAGGCAACTGGTTCGGC 
TGTACATGGATGAATGGCACTGGGTTCACCAAGACGTGTGGGGGCCCCCCGTGCAACA 
TCGGGGGGGCCGGCAACAACACCTTGACCTGCCCCACTGACTGTTTTCGGAAGCACCC 
CGAGGCCACCTACGCCAGATGCGGTTCTGGGCCCTGGCTGACACCTAGGTGTA7GGTT 
CATTACCCATATAGGCTCTGGCACTACCCCTGCACTGTCAACTTCACCA7CT7CAAGGT 
7AGGA7G7ACG7GGGGGGCG7GGAGCACAGG77CGAAGCCGCA7GCAA77GGAC7CG 
AGGAGAGCG77G7GAC77GGAGGACAGGGA7AGA7CAGAGC77AGCCCGC7GC7GC7G 
7C7ACAACAGG7GA7CGAGGGCAGACACCA7CACCACCA7CAC7AA7AG 

SEQ ID NO 41 !HCCi^3) 

A7GG7GGGGAAC7GGGC7AAGG7777GG77G7GA7GC7AC7C777GCCGGCG7CGACG 
GGCA7ACCCGCG7G7CAGGAGGGGCAGCAGCC7CCGA7ACCAGGGGCC77G7G7CCC7 
C777AGCCCCGGG7CGGC7CAGAAAA7CCAGC7CG7AAACACCAACGGCAG77GGCAC 
A7CAACAGGAC7GCCC7GAAC7GCAACGAC7CCC7CCAAACAGGG77C777GCCGCAC 
7A77C7ACAAACACAAA77CAAC7CG7C7GGA7GCCCAGAGCGC77GGCCAGC7G7CG 
C7CCA7CGACAAG77CGC7CAGGGG7GGGG7CCCC7CAC77ACAC7GAGCC7AACAGC 
7CGGACCAG AGGCCC7AC7GC7GGCAC7ACGCGCC7CGACCG7G7GG7A77G7ACCCG 
CG7C7CAGG7G7GCGG7CCAG7G7A77GC77CACCCCGAGCCC7G77G7GG7GGGGAC 
GACCGA7CGG777GG7G7CCCCACG7A7AAC7GGGGGGCGAACGAC7CGGA7G7GC7G 
A 77C7CA AC AAC A CGCGGCCGCCGCG AG GCAAC7GG77CGGC7G7ACA7GGA7G A A7G 
GCAC7GGG77CACCAAGACG7G7GGGGGCCCCCCG7GCAACA7CGGGGGGGCCGGCA 
ACAACACC77GACC7GCCCCAC7GAC7G7777CGGAAGCACCCCGAGGCCACC7ACGC 
CAGA7GCGG77C7GGGCCC7GGC7GACACC7AGG7G7A7GG77CA77ACCC A7A7AGG 
C7C7GGCAC7ACCCC7GCAC7G7CAAC77CACCA7C77CAAGG77AGGA7G7ACG7GGG 
GGGCG7GGAGC AC AGG77CG A AGCCGCA7GC A A77GG A C7CGAGG AG AGCG77G7G A 
C77GGAGGACAGGG A TAG A7C AG AGC77AGCCCGC7GC7GC7G7C7AC A AC AG A G7GG 
CAGAGC77AA77AA77AG 



.211 

SEQ ID NO 43 (HCCI^-i) 

ATGGTGGGGAACTGGGCTAAGGT7TTGGTTGTGATGCTACTCT77GCCGGCGTCGACG 
GGCATACCCGCGTGTCAGGAGGGGCAGCAGCCTCCGATACCAGGGGCCTTGTGTCCCT 
CTTTAGCCCCGGGTCGGCTCAGAAAATCCAGCTCGTAAACACCAACGGCAGTTGGCAC 
ATCAACAGGACTGCCCTGAACTGCAACGACTCCCTCCAAACAGGGTTCTTTGCCGCAC 
TAT7CTACAAACACAAA7TCAAC7CG7CTGGATGCCCAGAGCGCTTGGCCAGCTGTCG 
C7CCA7CGACAAG77CGC7CAGGGG7GGGG7CCCC7CAC77ACAC7GAGCC7AACAGC 
7CGGACC AGAGGCCC7AC7GC7GGCAC7ACGCGCC7CGACCG7G7GG7A77G7ACCCG 
CG7C7CAGG7G7GCGG7CCAG7G7A77GC77CACCCCGAGCCC7G77G7GG7GGGGAC 

gaccgatcgStttggtgtccccacgtataactggggggcgaacgactcggatgtgctg 
attctcaacaacacgcggccgccgcgaggcaac7ggt7cggctgtacatgga7gaatg 

GCAC7GGG77CACCAAGACG7G7GGGGGCCCCCCG7GCAACA7CGGGGGGGCCGGCA 
ACAACACCTTGACCTGCCCCAC7GACTGT7TTCGGAAGCACCCCGAGGCCACCTACGC 
CAGA7GCGG77C7GGGCCC7GGC7C-ACACC7AGG7G7A7GG77CA77ACCCA7A7AGG 
CTCTGGCACTACCCCTGCACTGTCAAC77CACCATCTTCAAGGTTAGGATGTACGTGGG 
GGGCGTGGAGCACAGGTTCGAAGCCGCA7GCAATTGGACTCGAGGAGAGCGTTGTGA 
C7TGGAGGACAGGGA7AGATCAGAGCT7AGCCCGCTGCTGCTGTCTACAACAGGTGAT 

CGAGGGCAGACACCA7CACCACCA7CAC7AA7AG 
SEQ ID NO 45 (HCCLS-M 

ATGGTGGCGGGGGCCCA77GGGGAG7CC7GGCGGGCCTCGCCTACTATTCCATGGTGG 
GGAAC7GGGC7AAGG7777GG77G7GA7GC7AC7C777GCCGGCG7CGACGGGCA7AC 
CCGCGTGTCAGGAGGGGCAGCAGCCTCCGATACCAGGGGCCTTGTGTCCCTC7TTAGC 
CCCGGGTCGGCTCAGAAAATCCAGCTCGTAAACACCAACGGCAGTTGGCACATCAAC 
AGGAC7GCCC7GAAC7GCAACGAC7CCC7CCAAAC AGGG77C777GCCGCAC7A77C7 
ACAAACACAAA77CAAC7CG7C7GGA7GCCCAGAGCGC77GGCCAGC7G7CGC7CCA7 
CGACAAG77CGC7CAGGGG7GGGG7CCCC7CAC77ACAC7GAGCC7AACAGC7CGGAC 
CAGAGGCCC7AC7GC7GGCAC7ACGCGCC7CGACCG7G7GG7A77G7ACCCGCG7C7C 
AGGTGTGCGGTCCAGTGTATTGC77CACCCCGAGCCCTGTTG7GGTGGGGACGACCGA 
7CGG777GG7G7CCCCACG7A7AAC7GGGGGGCGAACGAC7CGGA7G7GC7GA77C7C 
AACAACACGCGGCCGCCGCGAGGC AAC7GG77CGGC7G7AC A7GGA7GAA7GGCACT 
GGGTTCACCAAGACGTGTGGGGGCCCCCCG7GCAACA7CGGGGGGGCCGGCAACAAC 
ACC77GACC7GCCCC AC7G AC7G7777CGGAAGCACCCCGAGGCCACC7ACGCCAGAT 
GCGG77C7GGGCCC7GGC7GACACC7AGG7G7A7GG77CA77ACCCA7A7AGGC7C7GG 
CAC7ACCCCTGCAC7GTCAACTTCACCA7CTTCAAGGTTAGGATGTACGTGGGGGGCG 
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7GG AGCACAGG77CGA AGCCGCA7GCAA77GGAC7CGAGG AGAGCG77G7GAC77GGA 
GGACAGGGATAGATCAGAGCTTAQCCCGCTGCTGCTGTCTACAACAGAGTGGCAGATA 
CTGCCCTGTTCCTTCACCACCCTGCCGGCCCTATCCACCGGCCTGATCCACCTCCATCA 
GAACATCGTGGACGTGCAATACCTGTACGGTGTAGGGTCGGCGGTTGTCTCCCTTGTC 
A7CAAATGGGAGTATGTCCTGTTGCTCTTCCTTCTCCTGGCAGACGCGCGCATCTGCGC 
CTGCT7ATGGATGATGCTGCTGATAGCTCAAGCTGAGGCCGCCTTAGAGAACCTGGTG 
GTCCTCAATGCGGCGGCCGTGGCCGGGGCGCATGGCACTCTTTCCTTCCTTGTGTTCTT 
C7G7GCTGCCTGGTACATCAAGGGCAGGCTGGTCCCTGGTGCGGCATACGCCTTCTAT 
GGCGTGTGCCCGCTGCTCCTGCTTCTGCTGGCCTTACCACCACGAGCTTATGCCTAGTAA 



SEC ID MO 47 !HCC!55i 

% AA777GGG7AAGG7CA7CGA7ACCC77ACA7GCGGC77CGCCGACC7CG7GGGG7ACA 
; f TTCCGCTCGTCGGCGCCCCCC7AGGGGGCGC7GCCAGGGCCCTGGCGCATGGCGTCCG 
GG77C7GGAGGACGGC37GAAC7A7GCAACAGGGAAT77GCCCGGTTGC7C777CTCT 
A7CTTCC7CTTGGCTTTGCTGTCC7G7CTGACCG77CCAGCT7CCGCTTATGAAGTGCG 
:J CAACG7G7CCGGGA7G7ACCA7G7CACGAACGAC7GC7CCAAC7CAAGCA77G7G7A7 
^ GAGGCAGCGGACA7GA7CA7GCACACCCCCGGG7GCG7GCCC7GCG77CGGGAGAAC 
IS AAC7C77CCCGC7GC7GGG7AGCGC7CACCCCCACGC7CGCAGC7AGGAACGCCAGCG 
i-i TCCCCACCACGACAA7ACGACGCCACG7CC-A777GC7CG77GGGGCGGC7GC777C7G 
T7CCGC7A7GTACG7GGGGGACC7C7GCGGA7C7G7C77CC7CG7C7CCCAGC7G77CA 
CCA7C7CGCC7CGCCGGCA7GAGACGG7GCAGGAC7GCAA77GC7CAA7C7A7CCCGG 
CCACA7AACGGG7CACCG7A7GGC77GGGA7A7GA7GA7GAAC7GG7CGCC7ACAACG 
GCCC7GG7GG7A7CGCAGC7GC7CCGGA7CCCACAAGC7G7CG7GGACA7GG7GGCGG 
GGGCCCA77GGGGAG7CC7GGCGGGCC7CGCC7AC7A77CCA7GG7GGGGAAC7GGGC 
7AAGG7777GG77G7GA7GC7AC7C777GCCGGCG7CGACGGGCA7ACCCGCG7G7CAG 
GAGGGGCAGCAGCC7CCGA7ACCAGGGGCC77G7G7CCC7C777AGCCCCGGG7CGGC 
TCAGAAAA7CCAGC7CG7AAACACCAACGGCAG77GGCACA7CAACAGGAC7GCCC7 
GAAC7GCAACG AC7CCC7CCAAACAGGG77C777GCCGCAC7AT7C7ACAAACACAAA 
77CAAC7CG7C7GGA7GCCCAGAGCGC77GGCCAGC7G7CGC7CCA7CGACAAG77CG 
C7CAGGGG7GGGG7CCCC7CAC77ACAC7GAGCC7AACAGC7CGGACCAG AGGCCC7A 
C7GC7GGCAC7ACGCGCC7CGACCG7G7GG7A77G7ACCCGCG7CTCAGG7G7GCGG7 
CCAG7G7A77GC77CACCCCGAGCCC7G77G7GG7GGGGACGA.CCGA7CGG777GG7G7 
CCCCACG7A7AAC7GGGGGGCGAACG AC7CGG A7G7GC7G A77C7CAACAAC ACGCGG 
CCGCCGCGAGGCAAC7GG77CGGC7G7ACA7GGA7GAA7GGCAC7GGG77CACCAAGA 
CGTGTGGGGGCCCCCCG7GCAACA7CGGGGGGGCCGGCAACAACACC77GACC7GCC 



Fig. 21 K \ 

CCAC7GACTGTTTTCGGAAGCACCCC3AGGCCACCTACGCCAGATGCGGT7CTGGGCC 
CTGGCTGACACCTAGGTGTATGGTTCATTACCCATATAGGCTCTGGCACTACCCCTGCA 
CTGTCAACTTCACCATCTTCAAGGT7AGGATGTACGTGGGGGGCGTGGAGCACAGGTT 
CGAAGCCGCATGCAATTGGACTCGAGGAGAGCGTTGTGACTTGGAGGACAGGGATAG 
ATCAGAGCTTAGCCCGCTGC7GCTGTCTACAACAGAGTGGCAGATACTGCCCTGTTCC 
TTCACCACCCTGCCGGCCCTATCCACCGGCCTGATCCACCTCCATCAG AACA7CGTGG 
ACG7GCAA7ACC7G7ACGG7G7AGGG7CGGCGG77G7C7CCC77G7CA7CAAA7GGGA 
G7A7G7CC7G77GC7C77CC77C7CC7GGCAGACGCGCGCA7C7GCGCC7GC77A7GGA 
TGATGCTGCTGATAGCTCAAGCTGAGGCCGCCTTAGAGAACCTGGTGGTCCTCAATGC 
GGCGGCCGTGGCCGGGGCGCATGGCACTCTTTCCTTCCTTGTGTTCTTCTGTGCTGCCT 
GGTACATCAAGGGCAGGCTGG7CCCTGGTGCGGCATACGCCTTCTA7GGCG7GTGGCC 
GC7GC7CC7GC77C7GC7GGCC77ACCACCACGAGC77A7GCC7AG7AAGC77 

SEQ ID NO 49 (KCCI66) 

A7GAGCACGAA7CC7AAACC7CAAAGAAAAACCAAACG7AACACCAACCGCCGCCCA 
CAGGACG7CAAG77CCCGGGCGG7GG7CAGA7CG77GG7GGAG777ACC7G77GCCGC 
GCAGGGGCCCCAGG77GGG7G7GCGCGCGAC7AGG AAGAC77CCGAGCGG7CGCAAC 
C7CG7GGGAGGCGACAACC7A7CCCCAAGGC7CGCCGACCCGAGGG7AGGGCC7GGG 
C7CAGCCCGGG7ACCC77GGCCCC7C7ATGGCAA7GAGGGCA7GGGG7GGGCAGGA7G 
GC7CC7G7CACCCCGCGGC7C7CGGCC7AG77GGGGCCC7ACAGACCCCCGGCG7AGG 
7CGCG7AA777GGG7AAGG7CA7CGA7ACCC77ACA7GCGGC77CGCCGACC7CG7GG 
GG7ACA77CCGC7CG7CGGCGCCCCCC7AGGGGGCGC7GCCAGGGCCC7GGCGCA7GG 
CG7CCGGG77C7GGAGGACGGCG7GAAC7A7GCAACAGGGAA777GCCCGG77GC7C7 
77C7C7A7C77CC7C77GGC777GC7G7CC7G7C7GACCG77CCAGC77CCGC77A7GAA 
G7GCGCAACG7G7CCGGGA7G7ACCA7G7CACGAACGAC7GC7CCAAC7CAAGCA77G 
7G7A7GAGGCAGCGGACA7GA7CA7GCACACCCCCGGG7GCG7GCCC7GCG77CGGGA 
GAACAAC7C77CCCGC7GC7GGG7AGCGC7CACCCCCACGC7CGCAGC7AGGAACGCC 
AGCG7CCCCACCACGACAA7ACGACGCCACG7CGA777GC7CG77GGGGCGGC7GC77 
7C7G77CCGC7A7G7ACG7GGGGGACC7C7GCGGA7C7G7C77CC7CG7C7CCCAGC7G 
TTCACCA7C7CGCC7CGCCGGCA7GAG ACGG7GCAGG AC7GCAA77GC7CA A7C7A7C 
CCGGCCACA7AACGGG7CACCG7A7GGC77GGGA7A7GA7GA7GAAC7GG7CGCC7AC 
AACGGCCC7GG7GG7A7CGCAGC7GC7CCGGA7CCCACAAGC7G7CG7GGACA7GG7G 
GCGGGGGCCCA77GGGGAG7CC7GGCGGGCC7CGCC7AC7A77CCA7GG7GGGGAAC7 
GGGC7AAGG7777GG77G7GA7GC7AC7C777GCCGGCG7CGACGGGCA7ACCCGCG7 
G7C AGG AGGG GC AGC AGCCTCCG A7ACCAGGGGCC77G7G7CCC7C777 AG CCCCGGG 



Fig. 21 L 

TCGGCTCAGAAAATCCAGCTCGTAAACACCAACGGCAGTTGGCACATCAACAGGACT 
GCCCTGAAC7GCAACGACTCCCTCCAAACAGGGTTCTTTGCCGCACTATTCTACAAAC 
ACAAATTCAACTCGTCTGGATGCCCAGAGCGCTTGGCCAGCTGTCGCTCCATCGACAA 
GTTCGCTCAGGGGTGGGGTCCCCTCACTTACACTGAGCCTA A CAGCTCGG A CC AG AGG 
CCCTACTGCTGGCACTACGCGCCTCGACCGTGTGGTATTQTACCCGCGTCTCAQGTGT 
GCGGTCC AGTGTATTGCT7C ACCCCG AGCCCTGTTGTGGTGGGG A CG AC CGATCGGTT 
TGGTGTCCCCACGTATAACTGGGGGGCGAACGACTCGGATGTGCTGATTCTCAACAAC 
ACGCGGCCQCCGCGAGGCAACTGGTTCGGCTGTACA7GGATGAA7GGCACTGGGT7CA 
CCAAGACG7G7GGGGGCCCCCCG7GCAACA7CGGGGGGGCCGGCAACAACACC77GA 
CC7GCCCC A C7G A C7G7777CGG A A GC ACCCCGA GGCCACC7ACG CCA GA7GCGG77C 
7GGGCCC7GGC7GACACC7AGG7G7A7GG77CA77ACCCA7A7AGGC7C7GGCAC7AC 
CCC7GCAC7G7CAAC77CACCA7C77CAAGG77AGGA7G7ACG7GGGGGGCG7GGAGC 
AC AGG77CG A AGCCGC A7GC A A77GG AC7CG AGG A GAGCG77G7GAC77GG AGG AC A 
GGGA7AGA7CAGAGC77AGCCCGC7GC7GC7G7C7ACAACAGAG7GGCAGA7AC7GCC 
C7G77CC77CACCACCC7GCCGGCCC7A7CCACCGGCC7GA7CCACC7CCA7C AGAAC 
A7CG7GGACG7GCAA7ACC7G7ACGG7G7AGGG7CGGCGG77G7C7CCC77G7CA7CA 
AA7GGGAG7A7G7CC7G77GC7C77CC77C7CC7GGCAGACGCGCGCA7C7GCGCC7GC 
77A7GG A7G A7GC7GC7GA7AGC7C A AGC7GAGGCCGCC77AGAG A ACC7GG7GG7CC 
7C A A7GCGGCGGCCG7GGCCGGGGCGCA7GGC AC7C777CC77CC77G7G77C77C7G7 
GC7GCC7GG7ACA7CAAGGGCAGGC7GG7CCC7GG7GCGGCA7ACGCC77C7A7GGCG 
7G7GGCCGC7GC7CC7GC77C7GC7GGCC77ACCACCACGAGC77A7GCC7AG7AA 
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Relative Map Positions of 
anti-E2 monoclonal antibodies 
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